
RAPID PROTEIN ENGINEERING

SERVICES

FasterHits,
Better Leads

LIBRARY SCREENING & LEAD SELECTION

Specificity for protein-protein interfaces, protein isoforms
and species. 

Affinity driven selections: subnanomolar peptides
from short random peptide libraries.  

Active hits have utility as affinity reagents, antagonists,
agonists and allosteric modulators.  

Rapid library assembly of oligo based peptide/protein libraries. 

Multiple peptide and protein libraries, bespoke design addresses
customer needs. 

>1013 effective library size based on 40% display efficiency. 

No redundancy >99% individual discrete clones. 

Licenses available for defined customer applications.  

ISOGENICA PEPTIDE LIBRARIES

•  Different length random sequences

•  Biased libraries

•  Cyclic peptides

•  Structured peptides

Bespoke libraries designed at Isogenica for custom applications.
Genomic and cDNA libraries can be accommodated. 

PROTEIN LIBRARIES

•  protein domains

•  antibody fragments

•  enzymes up to 90kDa  

isogenica.com

ACCELERATE YOUR BIOLOGICS
DISCOVERY THROUGH PARTNERSHIP

Isogenica specialises in peptide and protein engineering
partnerships with pharmaceutical and biotechnology companies for: 

•  Target Validation & Drug Discovery

•  Library Screening & Lead Selection

•  Lead Optimisation & Development 

DESIGN, DISCOVER & IDENTIFY NEW
PEPTIDE, PROTEIN AND ANTIBODY LEADS

•  Massive library size

•  Multiple libraries, rapid assembly

•  Parallel, efficient and fast library screening 

TARGET VALIDATION & DRUG DISCOVERY

Biologics selected against a wide range of targets including
intractable and difficult targets such as membrane proteins,
membranes and cells. Biologically active polypeptides and affinity
reagents have been identified. 
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LEAD OPTIMISATION

Maturation rapidly achieved for peptides and proteins
through directed or random mutagenesis techniques.

Biological activity often improved.

Stability and greater intrinsic pharmacokinetics.

Isogenica can advise on formulations for pK enhancement for
the progression of candidate proteins through early development.

REFERENCES
Odegrip et al. (2004) PNAS, 101, 2806-2810. 
Eldridge et al. (2009) PEDS, 22, 691-698. 

CONTACT:

WORKING WITH 

• Fee for service combined with licensing
• Out-license: leads in NGF and antimicrobial

programs to partner

TECHNOLOGY

isogenica.com

Isogenica Ltd.
The Mansion, Chesterford Research Park
Little Chesterford, CB10 1XL UK
Email: info@isogenica.com
Tel: +44 (0) 1799 533680 

CIS DISPLAY SELECTION TECHNOLOGY 

An in vitro technology that avoids the need to clone.

Unlike phage display, transformation does not limit the library size. 

CIS display utilises natural expression machinery. 

Distinct from other in vitro technologies as the DNA template is
more robust and easier to manipulate. 

Evolution through PCR-based techniques. 

Biological properties are improved by application of additional
selection pressures e.g. protease treatment.  

Data rich output with sequence, binding and activity data;
information that may lead to pharmacophore or pathway
discovery in addition to biologics.

Fast, simple and robust: 
• Protein library expression cassette constructed in days without

the need to clone.

• Libraries expressed in vitro as stable protein-DNA complexes
using proprietary Isogenica lysate.

• Protein-DNA complexes subjected to affinity selection.
Each panning cycle takes less than a day. 

• Eluted complexes regenerated by PCR. 

• Optimal ligands after 3-5 successive rounds.

PDB:3IJ2 (from Feng et al.
2010 J.Mol.Biol. 396: 967-984)
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